SEQUENCE LISTING 



<110> Sinha, Sudhir K 
Walker, Jerilyn A 
Batzer, Mark A 

<120> Assay for Quantitation of Human DNA Using Alu Elements 
<130> P56885 
<160> 9 

<170> Patentin version 3.1 

<210> 1 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer (Alu3) for inter-Alu PGR 

<400> 1 

gatcgcgcca ctgcactcc 



<210> 2 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer (Alu5) for inter-Alu PGR 

<400> 2 

ggattacagg cgtgagccac 



<210> 3 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> The forward intra Yb8 primer for intra- Alu PGR 

<400> 3 

cgaggcgggt ggatcatgag gt 
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4 



<210> 4 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> The reverse intra Yb8 primer for intra-Alu PGR 
<400> 4 

tctgtcgccc aggccggact 20 

<210> 5 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> The forward intra Yd6 primer for intra-Alu PGR 
<400> 5 

gagatcgaga ccacggtgaa a 21 

<210> 6 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> The reverse intra Yd6 primer for intra-Alu PGR 
<400> 6 

tttgagacgg agtctcgtt 19 

<210> 7 

<211> 287 

<212> DNA 

<213> Homo sapiens 

<400> 7 

cgccgggcgc ggtggcgcac gcctgtaatc ccagcacttt gggaggccga ggcgggcgga 60 
tcacgaggtc aggagatcga gaccatcctg gctaacacgg tgaaaccccg tctctactaa 120 
aaatacaaaa aattagccgg gcgtggtggc gggcgcctgt agtcccagct actcgggagg 180 
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ctgaggcagg agaatggcgt gaacccggga ggcggagctt gcagtgagcc gagatcgcgc 240 
cactgcactc cagcctgggc gacagagcga gactccgtct caaaaaa 287 



<210> 8 

<211> 294 

<212> DNA 

<213> Homo sapiens 

<400> 8 

cgccgggcgc ggtggcgcac gcctgtaatc ccagcacttt gggaggccga ggcgggtgga 60 

tcatgaggtc aggagatcga gaccatcctg gctaacaagg tgaaaccccg tctctactaa 120 

aaatacaaaa aattagccgg gcgcggtggc gggcgcctgt agtcccagct actcgggagg 180 

ctgaggcagg agaatggcgt gaacccggga agcggagctt gcagtgagcc gagattgcgc 240 

cactgcagtc cgcagtccgg cctgggcgac agagcgagac tccgtctcaa aaaa 294 



<210> 9 

<211> 275 

<212> DNA 

<213> Homo sapiens 

<400> 9 

cgccgggcgc ggtggcgcac gcctgtaatc ccagcacttt gggaggccga ggcgggcgga 60 

tcacgaggtc aggagatcga gaccacggtg aaaccccgtc tctactaaaa atacaaaaaa 120 

ttagccgggc gcagtggcgg gcgcctgtag tcccagctac tcgggaggct gaggcaggag 180 

aatggcgtga acccggaagg cggagcttgc agtgagcgga gatcgcgcca cagcactccc 240 

gcctgggcga cagaacgaga ctccgtctca aaaaa 275 
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